Abstract: During a collecting trip exploring new habitats and locations for keratinophilic fungi, soil samples were collected sample yielded an interesting hyphomycetous fungus. The fungus, which could easily be observed under a dissecting under a dissecting microscope. Morphologically the fungus resembles genera such as Bahugada, Hadrosporium, Manoharachariella, Pithomyces, and Septosporiopsis, but differs with regard to its conidia and conidiogenous cells.
INTRODUCTION
Tropical regions of the world harbour an enormous biodiversity, including fungi (Hawksworth 1998) . India is a vast country full of diverse habitats that are rich in fungal diversity, a large portion of which remains unknown. The notion that non-hotspot regions in India also harbour a large number of unknown species is supported from recent discoveries, such as those of Arthrinium jatrophae, Auxarthronopsis bandhavgarhensis, Chaetomium jatrophae, and Gymnoascus verruvosus (Sharma et al. 2013 , 2014 , Sharma & Singh 2013 . north-eastern Himalayas and the Western Ghats (Myers et al. 2000) . After this demarcation, there was a marked increase in the number of fungal diversity exploration studies in these two areas, resulting in the discovery of several new fungi. This did, however, result in a diversion of focus from other regions in India, from which novel fungi still await collection or isolation and description. The present communication is a report of one such study from a village in Central India.
MATERIAL AND METHODS

Isolates
Soil was collected in sealed polythene bags using a sterile spatula, and brought to the laboratory for processing. The soil sample was stored at room temperature until processed. A was employed for recovery of fungi from soil (Sharma & Rajak 2003) . Stereo microscopic observations were made under a Ambala, India). Single conidial colonies were obtained plating them on Sabouraud dextrose agar medium (SDA; HiMedia and Merck, Mumbai) and 2 % potato dextrose agar (PDA; Merck, Mumbai). Fungal-colonised horse hair was mounted in lactophenol and visualised under an Olympus BX53 (Olympus Corporation, Japan) and photographed with a ProgRes C5 camera (Jenoptik, AL) as well as under a Nikon Eclipse Ni microscope with attached D5100 camera. The extype culture(s) of the fungus were deposited in the Centre for Biodiversity Exploration and Conservation (CBEC), Jabalpur, Microbial Culture Collection (MCC) in Pune, and the Microbial Type Culture Collection (MTCC) in Chandigarh.
DNA isolation, phylogeny and analysis
Fungal genomic DNA was extracted following the CTAB et al was in the crushing step. The samples were crushed using
The concentrations of extracted DNAs were measured by a NanoDrop ND-1000 spectrophotometer (Thermo (MEGA v. 5.0; Tamura et al. 2011) . A phylogenetic tree for the LSU region was constructed using the Neighbour joining (NJ), Kimura 2-parameter model; substitution and partial deletion of gaps were performed with MEGA v. 5.0 (Saitou & Nei 1987 , Tamura et al. 2011 . Bootstrap values below 50 % were not considered. For construction of a et al. (2012) and Boonmee et al. (2014) .
RESULTS
Isolates
Soil sample CBEC 001, which was collected from Bohani village, Madhya Pradesh, and subjected to horse hair baiting, yielded an unusual fungus. The fungus formed dark brown to black, fusoid conidia attached to beaded conidiophores with prominently swollen conidiogenous cells. The fungus germination and growth. On SDA, the fungus was also slow growing (< 3 cm diam after 45 d). 
DNA isolation
DISCUSSION
Matsushimamyces bohaniensis somewhat resembles species of the genus Manoharachariella (based on M. lignicola). Manoharachariella is distinct, however, in that it lacks a beaded conidiophore, and does not have a swollen apical cell. Another morphologically similar genus is Pithomyces. However, Pithomyces has ellipsoidal dictyoand phragmospores, as well as solitary, brown, rhexolytic, sympodial denticles. Matsushimamyces differs from Bahugada in that the latter has dictyospores formed on micronematous conidiophores, with a prominantly pale brown basal cell. Hadrosporium forms a stroma with aggregated conidiophores, and has conidia that are uniformly brown except for their end cells. Another genus that needed to be considered was Septosporiopsis, as species in that genus also have dictyo/phragmospores, but the conidia in that case also proliferate percurrently. The conidia of Matsushimamyces of ( ; Bonmee et al. 2011) , but differ in that the conidia lack vertical septa, and the new genus clusters in Latoruaceae not . Matsushimamyces bohaniensis closely resembles Polyschema venustum, but both species are type species of Polyschema, P. terricola (Castañeda-Ruiz et al. 2000 ). et al. 2012 , Boonmee et al. 2014 . A neighbourjoining phylogenetic tree constructed (Fig. 3) using the Matsushimamyces revealed that the genus belonged to a monophyletic lineage with Latorua and Polyschema species in Latoruaceae (Pleosporales). Matsushimamyces is separate from other families of suborder Massarineae, and forms a distinct clade of Latoruaceae (with 99 % bootstrap support) with six other members, four species of Polyschema forming a subclade and two species of Latorua (Fig. 3) . The same topology was also achieved Fig 2C, X100) . by running maximum likelihood and parsimony analyses (trees not included). In these analyses, Matsushimamyces was most closely related to Latorua (Crous et al. 2015) and Polyschema, whose species are distinguished on the basis of their conidial morphology (Castañeda-Ruiz et al. 2000) . The genus Matsushimamyces differs from other genera in this complex in conidial morphology, with one apical hyaline and basal cell, hyaline to brown, beaded conidiophores, fusoid, verruculose conidia.
